Juoogdoogdbootdboogdbood

gogobobobobobodoooobobobboooooooboobobobooa

TANAKA Yukie, MATSUKAWA Shigeru : Exhaustive analysis of the intraceller protein expression profile

For proteome analysis, in general, protein mixture samples are separated by two-demensional polyacrylamide gel electrophoresis(2D-
PAGE) and compared visual differences. After excising the protein spots of interest, we perform protease digestion in gel and then analyze
the extracted peptides from the gel using mass spectrometer. In this report we have attempted exhaustive analysis of the proteins on 2D-

PAGE gdl.
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