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Non RI EMSA detection ofER*ERE complex formation using fluoresence labeled Response Element DNA

EMSA (electrophoretic mobility shift assay) is an indispensable tool for investigating the binding ability or fashion of receptor proteins
belonging to nuclear superfamily to their corresponding response element DNA sequences. As this assay, which generally employs radio-
labeled DNA as a probe for response e ement, can not be allowed to be performed in the conventional labs, we devel oped the EM SA method
using the fluorescence labeled probe DNA, for which such experiment can be performed without taking any special cares such as
disintegration(short life) and contamination of radio-isotope, or irradiation of beta-ray during handling of labeled DNA probe. We also
examined the effect of methylation of cytosine residues existing in the probe DNA on estrogen receptor binding to ( by EMSA), thermal
stability of ( by measurement of Tm) and conformation ( by comparison of CD spectra) of the target DNA sequence.
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